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Ana Gonçalves Domingos is a GHTM member being a coordinator investigator at the 

Medical Parasitology Unit, at the Institute of Hygiene and Tropical Medicine, NOVA 

University of Lisboa (IHMT/UNL).  

She has a PhD in Biology by University of Lisbon (1997) and obtained the Habilitation 
degree in Biomedical Sciences – Parasitology, at UNL (2011).  

Last 10 years she developed 12 funded projects (6, as Principal investigator) and 

published 30 peer-reviewed scientific papers. Currently she belongs to the editorial 

board of four journals such as the “Scientific Journals” and “Frontiers” and was 

recently the national representant of two Cyted networkings being from the 

scientific committee of the Cyted InCoCarr. She is also participating in two COST 

Actions.  

To date, she published 93 scientific papers, holds a h-index of 22 and 1695 citations.  

She was invited professor at the University of Lurio, Mozambique (2014-2017). 

Ana Domingos teaches in the Medical Parasitology and Biomedical Sciences Master 

courses being the coordinator of two curricular Units, at IHMT/UNL and in other 

Master Courses in countries such as Mozambique and Angola. 

In parallel, she is also participating or participated in several in PhD Courses namely 

Biomedical Sciences, Genetic of Human Diseases, Tropical Knowledge and 



Management at UNL and GABBA-PhD Course at the University of Oporto. She takes 

part, as organizer and teacher, in short courses held in Portuguese speaking 

countries as Mozambique and Cape Verde. 

Last 5 years, Ana Domingos supervised several Post-Doc Fellows, PhD students, and 
MSc students and many Grant holders. 

She is member of the Scientific Commission of the “In Vivo Arthropod Security 

Facility (VIASEF)”, IHMT/UNL, since 2021.  

She took part of the International Scientific Committee of the congress on 

“Tick and Tick-borne Pathogens – TTP11” that was held in August, 2024 

Since 2022, she member of the General Council of the University Nova of Lisbon. 

 

 

Research: 

Ana Domingos main research activities are focused on Vectors and Vector Borne 

Diseases. Current Research Interests include: 

• Infectious diseases 

• Ticks and tick-borne diseases 

• Molecular biology of host-vector-pathogen interactions 

• Tick microbome 

Aligned with the research priorities of the GHTM – group “Vector borne-diseases and 

pathogens”, the research studies of the team which she is the leader, looks for a 

deeper insight into vector and parasite relationship to obtain fundamental 
information on key elements of parasite development and host-parasite interactions 

towards vector and disease control. Such studies have been developed under funded 

projects, using of methodologies such as proteomics, transcriptomics and functional 

genomics. Recently, the group used these strategies to reveal differences in protein 

content versus vector competence. These methodologies are being further used for 

the identification of molecules showing to act as potential vaccine candidates and 

drug targets selected from both parasites and vectors of diseases having a great 

human health and animal production impact such as malaria, babesiosis and 

theileriosis ad more recently Crimean-Congo hemorrhagic fever (CCHF). 

The immunoinformatics have been as well used as a tool to infer about vaccine 

candidates immunogenecity. To date, different vector transcriptomes and proteomes 
were explored, genes/antigens evaluated for their role on vector biology and 

pathogen infection and were further tested in pilot vaccination trials. 

The Tick’s Group at the GHTM-IHMT have establish in vivo and in vitro models for 

both Babesia parasites and CCFH virus (through Hazara virus non-pathogenic to 

humans) studies.  



The study of the tick microbiome and virome that has emerged as a critical area of 

research is being developed for both models aiming at uncovers the microbial and 

viral communities within ticks, offering potential for identifying novel pathogens 

and understanding their roles in pathogen transmission dynamics. 

The integration of omics technologies with microbiome and virome research in ticks 

not only enhances pathogen detection but also supports the development of 

targeted strategies for controlling tick-borne diseases.  
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